Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.031; wR factor = 0.072; data-to-parameter ratio = 10.4.
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For the structural characterization of related monosaccharide boronates, see: Chandran & Nangia (2006) ; Draffin et al. (2004) . For complexes of boronic acids with glucose, see: Hall (2005 Refinement R[F 2 > 2(F 2 )] = 0.031 wR(F 2 ) = 0.072 S = 0.99 6519 reflections 627 parameters 1 restraint H-atom parameters constrained Á max = 0.24 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx; y þ 1 2 ; Àz þ 1; (ii) Àx À 1; y þ 1 2 ; Àz þ 1; (iii) x þ 1; y; z; (iv) Àx À 1; y À 1 2 ; Àz þ 1; (v) x À 1; y; z.
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involved simple phenylboronic acid and its 4-methyl congener. The molecule of the title compound (I) features the glucose backbone in its furanose form, which resembles the situation observed in crystal structures for analogous complexes. There are only slight differences in the metric parameters of two independent molecules. One of boron atoms is bonded to O4 and O5 atoms, which results in the formation of a 5-membered ring. The second boron atom is bonded to O2 and O3 atoms; as a result a 6-membered ring is formed. Both boron-containing heterocycles are approximately coplanar with the adjacent phenyl rings. The supramolecular arrangement in (I) is dictated by one relatively strong O-H···O hydrogen bond which links the terminal hydroxyl groups of two independent molecules. The weaker O-H···O hydrogen bond is formed between the H6B atom and the ring O1A atom. These two interactions are complemented by the set of multiple C-H···O contacts (Table 1 ). The shortest one (2.37 Å) is observed between the H1B and the O6A atoms. Unlike the tolyl groups in the related compound (Chandran & Nangia, 2006) , the tert-butyl groups in (I) are not involved in C-H···O interactions. As a result, a two-dimensional array aligned parallel to the (001) plane is formed by atoms from central glucofuranose cores of both independent molecules whereas a further three-dimensional assembly is achieved only by weak van der Waals interactions of external tert-butyl groups.
Experimental
A mixture of α-D-glucose (3.6 g) and 4-(tert-butyl)phenylboronic acid (3.55 g) in 1,4-dioxane (30 ml) was stirred for 6 hrs at 50 o C. The resulting solution was concentrated. The residue was extracted with benzene (2 x 30 ml). Combined extracts were filtered. Evaporation yielded a solid which was washed with pentane (20 ml). Yield of (I) 4.0 g, m.p. 410 K. 1 single-crystal X-ray diffraction analysis were grown by slow evaporation of a solution of (I) (0.2 g) in benzene (10 ml).
Refinement
All hydrogen atoms were located geometrically with C-H = 0.95-1.00 Å and O-H = 0.84 Å, and were included in the refinement in the riding model approximation with U(H) set to 1.2-1.5U eq (C/O). Fig. 1 . The molecular structure of molecule A of (I) showing the atom-labelling scheme. Displacement ellipsoids for all non-H atoms are drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq B1A −0.05450 (17) (8) 0.0015 (7) 0.0069 (7) −0.0006 (7) C2A 0.0196 (8) 0.0151 (9) 0.0150 (8) −0.0001 (7) 0.0058 (7) −0.0007 (7) C3A 0.0151 (8) 0.0194 (9) 0.0153 (8) −0.0024 (7) 0.0048 (7) −0.0010 (7) C4A 0.0149 (8) 0.0192 (9) 0.0170 (8) 0.0004 (7) 0.0044 (7) −0.0009 (7) C5A 0.0162 (8) 0.0172 (9) 0.0137 (8) −0.0014 (7) 0.0062 (6) 0.0002 (7) C6A 0.0168 (8) 0.0179 (9) 0.0170 (8) 0.0002 (7) 0.0052 (7) 0.0019 (7) C7A 0.0194 (8) 0.0139 (8) 0.0167 (8) 0.0030 (7) 0.0055 (7) −0.0001 (7) C8A 0.0170 (8) 0.0175 (9) 0.0231 (9) −0.0009 (7) 0.0078 (7) 0.0022 (7) C9A 0.0173 (8) 0.0193 (9) 0.0186 (9) −0.0015 (7) 0.0013 (7) −0.0008 (7) C10A 0.0193 (8) 0.0129 (8) 0.0186 (9) 0.0024 (7) 0.0058 (7) 0.0012 (7) C11A 0.0160 (8) 0.0176 (9) 0.0220 (9) 0.0002 (7) 0.0060 (7) 0.0019 (7) C12A 0.0176 (8) 0.0168 (9) 0.0185 (9) 0.0001 (7) 0.0021 (7) −0.0011 (7) C13A 0.0112 (8) 0.0193 (9) 0.0176 (8) 0.0003 (7) 0.0016 (6) 0.0015 (7) C14A 0.0185 (9) 0.0175 (9) 0.0214 (9) −0.0023 (7) 0.0052 (7) 0.0030 (7) C15A 0.0203 (9) 0.0146 (9) 0.0229 (9) −0.0028 (7) 0.0051 (7) −0.0026 (7) C16A 0.0125 (8) 0.0198 (9) 0.0175 (9) −0.0012 (7) 0.0030 (7) −0.0005 (7) C17A 0.0207 (9) 0.0147 (9) 0.0203 (9) −0.0007 (7) 0.0048 (7) 0.0031 (7) C18A 0.0200 (9) 0.0150 (9) 0.0209 (9) 0.0011 (7) 0.0038 (7) −0.0018 (7) C19A 0.0190 (8) 0.0179 (9) 0.0185 (9) −0.0034 (7) 0.0067 (7) −0.0007 (7) C20A 0.0251 (9) 0.0287 (11) 0.0189 (9) −0.0051 (8) 0.0054 (7 (7) 0.0058 (7) 0.0016 (7) C2B 0.0183 (8) 0.0165 (9) 0.0142 (8) 0.0010 (7) 0.0048 (7) 0.0012 (7) C3B 0.0146 (8) 0.0187 (9) 0.0175 (8) −0.0003 (7) 0.0043 (7) 0.0011 (7) C4B 0.0161 (8) 0.0164 (9) 0.0189 (9) −0.0012 (7) 0.0048 (7) −0.0003 (7) C5B 0.0183 (9) 0.0257 (10) 0.0152 (8) −0.0014 (7) 0.0051 (7) 0.0007 (7) C6B 0.0210 (9) 0.0255 (10) 0.0178 (9) −0.0038 (8) 0.0046 (7) −0.0030 (8) C7B
0.0209 (9) 0.0188 (9) 0.0174 (9) 0.0006 (7) 0.0042 (7) 0.0015 (7) C8B 0.0176 (9) 0.0287 (10) 0.0230 (9) −0.0034 (8) 0.0057 (7) 0.0039 (8) C9B 0.0178 (9) 0.0276 (10) 0.0162 (9) −0.0016 (8) −0.0007 (7) 0.0015 (7) C10B 0.0202 (8) 0.0131 (8) 0.0173 (8) 0.0015 (7) 0.0054 (7) 0.0001 (7) C11B 0.0162 (8) 0.0268 (11) 0.0200 (9) −0.0018 (8) 0.0056 (7) 0.0001 (7) C12B 0.0194 (9) 0.0281 (10) 0.0174 (9) −0.0007 (8) −0.0001 (7) −0.0002 (8) C13B
0.0152 (8) 0.0164 (9) 0.0192 (9) −0.0030 (7) 0.0034 (7) −0.0023 (7) C14B 0.0205 (9) 0.0208 (10) 0.0232 (9) 0.0019 (8) 0.0066 (7) −0.0043 (7) C15B 0.0185 (9) 0.0218 (10) 0.0234 (9) 0.0065 (8) 0.0018 (7) 0.0009 (8) C16B 0.0178 (8) 0.0182 (9) 0.0191 (9) −0.0009 (7) 0.0054 (7) −0.0003 (7) C17B 0.0178 (9) 0.0206 (9) 0.0199 (9) 0.0016 (7) 0.0056 (7) −0.0026 (7) C18B 0.0147 (8) 0.0164 (9) 0.0233 (9) 0.0007 (7) 0.0031 (7) 0.0015 (7) C19B 0.0216 (9) 0.0251 (10) 0.0168 (9) 0.0031 (8) 0.0057 (7) 0.0007 (7) C20B 0.0269 (10) 0.0390 (12) 0.0186 (10) 0.0013 (9) 0.0024 (8) −0.0013 (9) C21B 0.0335 (11) 0.0312 (11) 0.0263 (10) −0.0010 (9) 0.0082 (8) 0.0059 (9) C22B 0.0312 (11) 0.0383 (12) 0.0200 (10) 0.0076 (9) 0.0098 (8) 0.0002 (9) C23B 0.0188 (8) 0.0203 (9) 0.0152 (8) 0.0004 (7) 0.0051 (7) 0.0020 (7) 
